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1. [lepevyeHb NVIAHMPYEMBIX Pe3y/IbTATOB 0GYy4YE€HHUS N0 JUCHUIIMHE
(MoAy/110) COOTHECEHHBIX C IVIAHUPYEMBIMHU pPe3yJIbTATaMH 0CBOEHUA
00pa3oBaTeJIbHOM MPOrpamMmbl

1.1 llepevyeHb IJIAHUPYEMbIX PE3YJIbTATOB 06GyYEHUS 11O
JAUCIMILINHE

B pe3ynbTaTe u3ydyeHus JUCUUILIMHBI CTYJEHT AOJDKEH:
3HATh:

- MOJIEKYJISIPHO-TE€HETUYECKUE OCHOBBI XKU3HEAEATEIbHOCTH OPraHU3Ma;

- 3aKOHBI HACJIEZJOBAaHNUS KaUE€CTBEHHBIX M KOJMYECTBEHHBIX TPU3HAKOB;

- FTEHETUKY UMMYHUTETA;

- TEHETUYECKUE aHOMAJIMM C HACIEICTBEHHOHN MPEIPaCIOI0KEHHOCTBIO.
yMeThb:

- TPaMOTHO OOBSACHUTH IPOLECCHI, MPOUCXOASIINE B OPraHU3ME C TOUKH
3peHus 0011e0NOIOrMYECKON U SKOJIOTUYECKON HAYKU;

- TpPUMEHATHh TEOPETHYECKUE 3HAHUS W MPAKTUYECKUE HAaBBIKM B
MPaKTUYECKON U HAYYHO-UCCIIEIOBATEIbCKOM JAESITEIbHOCTH;

- POTHO3UPOBATH MOCIIEJICTBUS CBOECH MPOPECCUOHAIBHON AEATEIBHOCTH;

- OCBaMBaTh CaMOCTOSITENIBHO HOBBIE pa3feibl (yHIAMEHTAIbHBIX HayK,
WCIIOJIB3YS IOCTUTHYTBHI YPOBEHb 3HAHHM.
BJIAJETh:

- TEPMUHAMHU U TIOHATUSMHU F€HETUKH;

- COBPEMEHHBIMH MOJIEKYJSIPHO-TEHETHUYECKUMU METOJAMH  HU3yUYEHHUS
HACJIEI0BAHMS IPU3HAKOB B HOPME U TP MATOJIOTUU U MOBBIIIEHHS T€HETUYECKON
PE3UCTEHTHOCTHU K OOJIC3HSM.

1.2 IlnaHupyeMble pe3y/ibTaThl 0CBOEHHUA 06pPa30BaTE/IbHOM
MpOrpamMmblI

HucuunnuHa Veterinarygenetics B cooTBeTcTBUM ¢ TpedoBanusmu OI'OC
BO nampasnena Ha ¢popmupoBanue cieayoommx oodmenpodeccuonanbabix (OIIK)
u obouux (OK) xommeTeHimii:

1. ctocoOHOCTH K camoopranu3anuu u camoodpaszoBanuio (OK-7);

2. TOTOBHOCTh K KOMMYHHUKallMd B YCTHOW M MUCHbMEHHOW (opMax Ha
PYCCKOM M HWHOCTPaHHOM SI3bIKax JJisi pelIeHHus 3aJad IpodecCHOHATBLHOU
nesitenbHocTH (OIK-2).

Ta6nuna 1. CBsi3b pe3yJbTaToB O0OYUYEHUS C IPUOOPETAEMBIMU KOMIIETEHIIUSIMU

Ne OcBanBaeMbl€3HaHUsA, YMEHMS, HABBIKH DOopMUPYEMBIEKOMITETCHIIUN
/1 (OK, IIK)
1 3HaTh:
1.1 MOJIEKYJIIPHO-T€HETUYECKUE ocHoBHI | OK-7,
KU3HENCATEIBHOCTH ~ opraHusma; reHernyeckue | OIIK-
3aKOHBI HACJIEJOBAHUS NPU3HAKOB, YCTOMYHUBOCTHU K




001€3HsIM, TOBBIILIEHUSI PE3UCTEHTHOCTU KUBOTHBIX
K OOJIC3HSM.

2 YMeTh:

2.1 | npuMeHATh TeOpeTUUYeCKre 3HaHus U npaktuueckue | OK-7,
HaBBIKU B MPaKTUYECKOM u Hay4yHo- | OIIK-2
UCCIIEI0BATEIbCKOU NEeSATeTbHOCTH;
MIPOTHO3UPOBATH MOCJIEICTBUS cBoeH
npodeccuoOHaIbHONW  NIeATEeIbHOCTH;  OCBauBaTh
CaMOCTOSITEILHO HOBBIE paznenbl
dbyHIaMEHTaIbHBIX HAYK, UCIOJIb3YS JOCTUTHYTHIN
YPOBEHb 3HAHU.

3 Baagers:

3.1 | HaBbIkaM¥ T€HETUYECKOTO aHAIN3a; TEPMUHAMU U OK-7,
MOHATUSIMU CEJIEKIIUU, TEHETUKN, BETEPUHAPHOU OIIK-2
TE€HETUKH; MIOJIX0/IaMH K U3YUYEHUIO
HACJIE/ICTBEHHBIX aHOMAJIMH 1 OOJIe3HEN C
TEHETUYECKON MPEAPACTIONOKEHHOCTHIO, CETIEKIINI
YKUBOTHBIX.

2. MecTo aucuMnIuHbl (MOAYJIsA) B CTPYKType 060pa3oBaTe/IbHON
MpPOrpaMMbl

Hucrummaa DT/ 1 Veterinary genetics OTHOCUTCS K (PaKyJIbTaTUBHOM
YacTH.

JlaHHash OUCHUIUIMHA OINUpaeTcs Ha Kypchl aucuuiuinH: «buonorus c
OCHOBaMH JKojorum», «WMHOCTpaHHBIA S3bIK», «BeTepuHAapHas TEHETHKa» U
ABJIIETCSI OCHOBOM JUIsl TOCHEAYIOIIEro u3ydeHus aucuuiuivH: «l{uTonorus,
rucrojiorus U sMOpuosiorus»,  «Bupycoynoruss U OUMOTEXHOJOTHSY,
«mmyHOn0rUsa», «Bocnpon3BoaCTBO KUBOTHBIX», «Essential of biochemistry».

3. CogeprkaHue JUCHUIIMHBI (MOAYJIA)

PaCHpeI[eJIeHI/Ie qaCcoB IO TEMaM U BHAaM 3aHATHU npeacraBLICTCA B
Tabnwuiie 2 mo Kaxaou GopmMe 00yUeHUS (ouHast, 3a0uHas).

Tabnuma 2.3ao4ynas hopma

No HaumenoBanue KonuuecTBo uacos ®dopmupyemsbie
/o pa3ziesioB U TEM KOMIIETEHIINH

Jlexmm Bupg CamocTosT Bcero

D 3aHATHUSA elbpHas rnoreme
(JIP,IT3) pabota
(CP)
1 2 3 4 5 6 7
Cemectp Ne 2,2

1 Introduction
1.1 | Introduction to 1 1 OK-7




genetics

1.2 | Mitosis and meiosis 1 OIIK-2

2 Mendelian genetics

2.1 | Monohybrid cross. 2 OK-7
Postulates of Mendel's

2.2 | Dihybrid cross, chi- 1 OK-7
square (2 ) analysis

2.3 | Modification of 2 OIIK-2
Mendelian Ratio

3 Sex determination

3.1 | Sex determination and 1 OIIK-2
Sex-Linked
Characteristics

4 Pedigree analysis

4.1 | Pedigree Analysis, 1 OK-7;
Applications and OIIK-2
Genetic Testing

5 Quantitative genetics

5.1 | Quantitative genetics, 1 OIIK-2
quantitative traits

6 Linkage and chromosome mapping

6.1 | Linkage and 1 [IK-5
Chromosome Mapping
in Eukaryotes

7 Genetic systems

7.1 | Bacterial and Viral 2 OK-7
Genetic Systems

8 Chromosomal variation

8.1 | Chromosomal 1 OIIK-2
variation, aneuploidy,
polyploidy

9 DNA, RNA Structure and Analysis

9.1 | DNA Replication and 1 OIIK-8
Recombination,
Transcription

9.2 | The Genetic Code and 1 OK-7
Translation

10 Control of gene expression

10. | Control of Gene 1 OK-7;

1 Expression in OIIK-2
Prokaryotes and
Eukaryotes

11 Gene mutations

11. | Gene Mutations and 1 OK-7;

1 DNA Repair OIIK-2

12 Genomics and proteomics

12. | Genomics and 1 OIIK-2

1 proteomics,
bioinformatic

13 Developmental genetics




13. | Developmental 1 1 OIIK-2
1 genetics and

Immunogenetics
14 Population genetics
14. | Population genetics, 2 2 OK-7
1 mutation, migration,

natural selection
15 Evolutionary genetics
15. | Evolutionary genetics, 1 1 OK-7
1 DNA sequence

variation, rates of

molekular evolution
16 Genetic and enviromental control of inherited disorders
16. | Syngle-gene disorders 1 1 2 OK-7
1
16. | Familial disorders not 1 1 OIIK-2
2 due to a single gene
17 Pharmacogenetics
17. | Pharmacogenetics, 1 2 3 OK-7
1 genetically engineered

3aueT 4 4

HToro 2 2 32 36

VYyeOHast JEATENTbHOCTh COCTOUT H3JICKIUH,
CaMOCTOSTEIbHON paOOTHI.

IMPAKTUICCKUX 3aHHTHﬁ,

3.1.CoaeprxaHue OTAe/bHBIX pa3je/iOoB U TEM
Pazgen 1. Introduction

Tema 1.1 Introduction to genetics

Hereditary, variability, Veterinary Genetics. Genetics 1s important to
individuals, to society and to study of Biology.

The role of genetics in biology, agriculture, animal husbandry, veterinary
and medicine. Genetic diversity and evolution. Division of genetics: transmission
genetics, molecular genetics, population genetics. Models genetic organisms. The
early use and understanding of hereditary.

Veterinary Genetics is the science that studies hereditary anomalies and
diseases with hereditary predisposition and develops methods of diagnostics,
genetic prophylactics and breeding of animals for disease resistance.

Tema 1.2 Mitosis and meiosis

The cell structure. Chromosome, karyotype. The cell cycle and mitosis.
Interphase, prometaphase, metaphase, anaphase, telophase. Meiosis: prophase 1 —
leptotene, zygotene, pachytene, diplotene, diakinesis. Metaphase I, Anaphase I,
Telophase I, Cytokinesis, Interkinesis. Prophase II, metaphase II, telophase II,
cytokinesis. Meiosis in animal. Spermatogenesis (spermatogonia — primary
spermatocyte — secondary spermatocyte — spermatids — sperm). Oogenesis



(oogonia — primary oocytes — secondary oocyte, first polar body, - ovum, second
polar body.

Pa3znen 2. Mendelian genetics

Tema 2.1 Monohybrid cross. postulates of Mendel's

Gregor Mendel discovered the basic principles of heredity. Genetic
terminology (gene, allele, locus, genotype, phenotype, heterozygote, homozygote,
dominance, recessiveness, segzegation). Monohybrid cross. Punnet squares test
CroSS.

Tema 2.2 Dihybrid cross, chi-square (%2) analysis

Dihybrid cross. Mendel,s fourth postulate. The principle of independent
assortment. The dihybrid testcross. Chi-Square (¥2) analysis evaluates the
influense of chance on genetic data (degrees of freedom, (df), probability value (p),
null hypothesis. The multiplication rule. The additional rule. The application of
probability to genetics crosses. The binominal expansion and probability. Applying
probability and the branch diagram to dihybrid crosses.

Tema 2.3 Modification of mendelian ratio

Alleles alter phenotype in different ways. Use a variety of symbols for
alleles. Incomplete dominance. Codominance. Blood groups. Lethal alleles.
Dominance is interaction between genes at the same locus.

Gene interaction that produces novel phenotypes. Epistasis. Dominant
epistasis. Duplicate recessive epistasis. Final phenotypic ratio. Complementary
analysis. Penetrance and expressivity. Genomic impriting. Temperature effects
(Himalayan rabbit, Siames cat). Sex-limited and sex-influenced inheritance.
Extranuclear inheritance modifies Mendelion patterns.

Cytoplasmic inheritance. Genetic maternialeffects.Organelle hereditary:
DNA in chloroplasts and mitochondria. Mitochondrial mutation: poky in
Neurospora and petite in Saccharomyces. Mitochondrial mutations: human genetic
disordes.

Pasngea 3. Sex determination

Tema 3.1 Sex determination and sex-linked characteristics

Sex chromosomes. Sex is determined by a number of different mechanisms.
Chromosomal sex-determining systems. XX-XY sex determination, ZZ-ZW sex
determination, XX-XO sex determination.

Haplodiploidy. Genic sex-determining systems. Environmental sex
determination. Sex determination in Drosophila melanogaster. Sex determination
in humans. Dosage compensation prevents excessive expression of X-linked genes
in humans and of the mammalian. Bar bodies. The Lyon hypothesis. The
mechanism of inactivation. Z-linked traits. Y-linked traits. Use of Y-linked genetic
markers.



Paznen 4. Pedigree analysis

Tema 4.1 Pedigree analysis, applications and genetic testing

Use pedigrees to study the inheritance of characteristics in animals and
humans. Standard symbols are used in pedigrees. Analysis of pedigrees requires
recognizing patterns associated with different modes of inheritance. Autosomal
recessive traits. Autosomal dominant traits. X-linked recessive traits. X-linked
dominant traits. Y-linked traits.

The study of twins can be used to assess the importance of genes and
environment on variation in a trait. Concordance. Twin studies and obesity.
Genetic counseling provides information to those concerned about genetic diseases
and traits. Genetic testing provides information about the potential for inheriting or
developing a genetic condition.

Paznen 5. Quantitative genetics

Tema 5.1 Quantitative genetics, quantitative traits

Continuous variation characterizes the inheritance of quantitative traits.
Additive alleles: the basis of continuous variation. The significance of polygenic
inheritance. Heritability is a measure of the genetic contribution to phenotypic
variability. Quantitative trait loci can be mapped.

Paszpnes 6. Linkage and chromosome mapping

Tema 6.1 Linkage and chromosome mapping in eukaryotes

Genes linked on the same chromosome segregate independently. Crossing
over serves as the basis of determining the distance between genes during
mapping.

Complete linkage compared with independent assortment. Crossing over
with linked genes. A three-point testcross can be used to map three linkage genes.
Physical mapping are used to determine the physical position of genes on
particular chromosomes. Physical chromosome mapping through molecular
analysis.

Paznen 7. Genetic systems

Tema 7.1 Bacterial and viral genetic systems

Bacterial genome. Plasmids. Gene transfer in bacteria. Conjugation. Natural
gene transfer and antibiotic resistance. Transformation in bacteria. Bacterial
genome sequences. Model genetic organism. The bacterium Escherichia coli .
Transduction. Gene mapping in phages. Overlapping Genes. RNA viruses. Human
immunodeficiency virus and AIDS.

Pasagea 8. Chromosomal variation



Tema 8.1 Chromosomal variation, aneuploidy, polyploidy

Chromosome mutation. Types of chromosome mutation. Chromosome
rearrangements: duplications, deletions, inversions, translocation. Aneuploidy,
types of aneuploidy. Aneuploidy in humans and animals. Uniparental disomy.
Mosaicism. Polyploidy. Autopolyploidy, allopolyploidy. Significant polyploidy.
Chromosome variation plays an important role in evolution.

Pasznen 9. DNA, RNA structure and analysis

Tema 9.1 DNA replication and recombination, transcription

11 genetic information is incoded in the structure of DNA or RNA. Watson
and Crick,s discovery of three dimensional structure of DNA. DNA consists of two
complementary and antiparalle nucleotide strands that form a double helix. Many
genes have complex structures.

Messenger RNAs, which encode the amino acid sequences of proteins, are
modified after transcription in eukaryotes. Transfer RNAs, which attach to amino
acids, are modified after transcription in bacteria and eukaryotic cells. Ribosomal
RNA, a component of the ribosome, also is processed after transcription. Small
RNA molecules are present extensively in eukaryotes and participate in a variety
of function. Large amounts of DNA are packed into a cell. A bacterial
chromosome consists of a single circular DNA molecule. Eukaryotic chromosomes
are DNA complexed to histone proteins. Eukaryotic DNA contains several classes
of sequence variation.Transposable elements are DNA sequences capable of
moving. Different types of transposable elements have characteristic structures.

Genetic in formationmust be accurately copied every time a cell devides. All
DNA replication take place in a semi conservative manner. The replication of
DNA reqires a large number of enzymes and proteins. Recombination takes place
through the breakage, alignment, and repair of DNA strands.

RNA, consisting of a single strand of ribonucleotides, participates in a
variety of cellular functions. Transcription is the synthesis of an RNA molecule
from a DNA template. The process of bacterial transcription consists of initiation,
elongation, and termination.

The process of eukaryotic transcription but has some important differences.

Tema 9.2 The genetic code and translation

Many genes encode proteins. The genetic code determination how the
nucleotide sequence specifies the amino acid sequence of a protein. Amino acids
are assembled into a protein through the mechanism of translation. Addition
properties of RNA and ribosomes affect protein synthesis.

Pa3znes 10. Control of gene expression

Tema 10.1 Control of gene expression in prokaryotes and eukaryotes



The regulation of expression is critical for all organisms. Many aspects of
gene regulation are similar in bacteria and eukaryote. Operons control transcription
in bacteria cells. Some operons regulate transcription through attenuation, the
premature termination of transcription.

Antisense RNA molecules can affect the translation of mRNA. Riboswitches
function as regulatory elements in mRNAs. Eukaryotic cells and bacteria have
many features of gene regulation in common, but they differ in several important
ways. The initiation of transcription is regulated by transcription factors and
transcriptional activator proteins. Some genes are regulated by RNA processing
and degradation. RNA interference is an important mechanism of generegulation.
Some genes are regulated by processes that affect translation or by modifications
of proteins.

Pa3gen 11. Gene mutations

Tema 11.1 Gene mutations and DNA repair

Mutation are inherited alterations in the DNA sequence. The importance of
mutations. Categories of mutations Types of gene mutations: base substitutions,
insertions and deletions, expanding trinucleotide repeats. Phenotypic effects of
mutations. Suppresor mutations. Spontaneous chemical changes. Chemical induced
mutations. Radiation. Mutations are the focus of intense study by geneticists.

A number of pathway repair changes in DNA: mismatch repair, base
excision repair, nucleotide-excision repair. Other types. Genetic diseases and faulty
DNA repair. Techniques of molecular genetics have revolutionized biology.
Recombinant DNA technology. Molecular techniques are used to isolate,
recombine, and amplify genes. Cutting and joining DNA fragments. Viewing DNA
fragments. Locating DNA Fragments with Southern Blotting and probes. Cloning
genes. Amlifying DNA fragments with the polymerase chain reaction. Application:
the genetic engineering of plants with pesticides. Molecular techniques can be used
to find genes of interest.

Gene library. Creating a genomic library. Creating a cDNA library.
Screening DNA libraries. In sity hybridization. Positional cloning. In silico gene
discovery. Application: isolating the gene for Cystic Fibrosis. DNA sequences can
be determined and analyzed.

DNA sequencing. DNA fingerprinting. Application: identifyring people who
died in the collapse of the World Trade Center. Molecular techniques are
increasingly used to analyze gene function. Forward and reverse genetics. Creating
random mutation. Site-directed mutagenesis. Transgenic animals. Knockout mice.
Model genetic organism. The mouse Mus musculus. Silencing genes with RNA..
Biotechnolodgy harnesses the power of molecular genetics: pharmaceuticals,
specialized bacteria, agricultural products. Oligonucleotide drugs. Genetic testing.

Pa3znen 12. Genomics and proteomics

Tema 12.1 Genomics and proteomics, bioinformatic



Structural genomic determines the DNA sequences of entire genomes.
Genetic map. Physical map. Sequencing an entire genome. The human genome
project. Map-based sequencing. Whole-genome shortgun sequencing. Single-
nucleotide polymorphism.

Copy-number variations. Expessed-sequence tags. Bioinformatic. Functional
genomics determines the function of genes by using genomic-based approaches.
Predicting function from sequence. Gene expess and microarrays. Gene expression
and reporter sequences. Genome wide mutagenesis. Comarative genomics studies
how genomes evolve. Prokaryotic genome. Genome size and number of genes.
Horizontal gene transfer. Function of genes. Genome size and number of genes.
Segmental duplication and multigene families. Gene deserts. Transposable
elements.

Protein diversity. Homologous genes. Colinearity between related genomes.
The human genome. Proteomic analyzes the complete set of proteins found in cell.
In the future, new genomic information will bring about potential benefits and
concerns. Mitohondria and chloroplasts are eukaryotic cytoplasmic organelles. The
genetic of organelle-encoded traits. She gene structure and organization of
mtDNA.

The replication, transcription and translation of mtDNA. Chloroplast DNA
exhibits many properties of eubacterial DNA. The gene structure and organization
of cpDNA. The replication, transcription, and translation of cpDNA. Through
evolutionary time, genetic information has moved between nuclear, mitochondrial,
and chloroplast genomes. Damage to mitochondrial is associated with aging.

Paznen 13. Developmental genetics

Tema 13.1 Developmental genetics and immunogenetics

Developmental take place through cell determination. Cloning experiments
on plants and animals. Pattern formation in Drosophila serves as a model for the
genetic control of development. The development of the frut fly. Egg-polarity
genes. Segmentation genes. Homeotic genes in Drosophila. Homeobox genes in
other organisms. Genetic controlthe development of flowers in plants. Programmed
cell death is an integral part of development. The study of development reveals
patterns and processes of evolution. The development of immunity in through
genetic rearrangement. The organization of the immune systems. Immunoglobulin
structure. The generation of antibody diversity. T-cell-receptor diversity. Major
histocompatibility complex genes. Genes and organ transplarts.

Pasnen 14. Population genetics

Tema 14.1 Population genetics, mutation, migration, natural selection

1. Genotypic and allelic frequencies are used to describe the gene pool of
apopulation. Calculating genotypic frequencies.

2. The Hardy-Weinberg law describes the effect of reproduction on
Genotypic and allelic frequencies.



Genotypic frequencies at Hardy-Weinberg equilibrium. Close examination
of the assumptions of the Hardy-Weinberg law. Implications of the Hardy-
Weinberg law. Extensions of the Hardy-Weinberg law. Testing for Hardy-
Weinberg proportions.

Estimating allelic frequencies with the Hardy-Weinberg law.

3. Nonrandom mating affects the genotypic frequencies of population.

4. Several evolutionary forces potentially cause changes in allelic
frequencies.

Mutation: The effect of mutation on allelic frequencies. Reaching
equilibrium of allelic frequencies. Summary effects.

Migration: The effect of migration on allelic frequencies. The overall effect
of migration. Genetic drift: The magnitude of genetic drift. Causes of genetic drift.
The effect of genetic drift.

Natural selection: Fitness and the selection coefficient. The general selection
model. The result of selections. Change in the allelic frequency of a recessive allele
due to natural selection. Mutation and natural selection.

The general effects of forces that change allelic frequencies.

Pa3znen 15. Evolutionary genetics

Tema 15.1 Evolutionary genetics, DNA sequence variation, rates of
molekular evolution

1. Organisms evolve through genetic change occurring within populations.

2. Many natural populations contain high levels of genetic variation.
Molecularvariation: Molecular data are genetic. Molecular methods can be used
with all organisms. Molecular methods can be applied to a huge amount of genetic
variation. All organisms can be compared with the use of some molecular data.
Molecular data often provide information about the process of evolution. Protein
variation: Measures of genetic variation. Explanations for protein variation.

DNA sequence variation: Restriction-site variation. Microsatellite variation.
Variation detected by DNA sequencing.

3. New species arise through the evolution of reproductive isolation. The
biological spesies concept.

Reproductive isolating mechanisms:

Prezygotic reproductive isolating mechanisms: 1) ecological isolation; 2)
behavioral isolation; 3) temporal isolation; 4) mechanical isolation; 5) gametic
isolation.

Postzygotic reproductive isolating mechanisms: 1) hybrid inviability; 2)
hybrid sterility; 3) hybrid breakdown. Model of speciation: Allopatric speciation .
Sympatric speciation. Speciation through polyploidy. Genetic differentiation
associated with speciation.

4. The evolutionary history of a group of organisms can be reconstructed by
studying changes in homologous characteristics. The alignment of homologous
sequences. The construction of phylogenetic trees.

5. Patterns of evolution are revealed by changes at the molecular level.



Pa3znea 16. Genetic and enviromental control of inherited disorders

Tema 16.1 Syngle-gene disorders

Inborn erros of metabolism. Type of gene action. Sex-limited inheritance.
Genetical heterogeneity of disease. Type of gene action and type of disease.
Phenocopies. A sample of single-gene disorders in cattle, pigs, sheeps.

Tema 16.2 Familial disorders not due to a single gene

Liability and threshold. Incomlete penetrance. The multifactorial model.
Mor than one threshold. Some final points. Heritability of liability to disease.
Penetrance and expressivity. Futhe resolution of multiple factors. Recurrence risks.

Resistance to Marek,s disease in chickens. Resistance in parasites and
pathogens. Resistance to insecticides in sheep blowflies (Lucilla cuprina).
Resistance to anthelmintics. Resistance to antibiotics.

Control of parasites and pathogens: Screw-worm flies. Other insects.
Worms. Bacteria.

Increasing the level of resistance in hosts: Selection for resistance in hosts.
DNA markers for resistance in hosts. Transgenesis. Practical implications of host-
pathogen interactions.

Pa3zpnen 17. Pharmacogenetics

Tema 17.1 Pharmacogenetics, genetically engineered

Genetically engineered, pharmaceutical products: humal growth hormone,
insulin tissue plasminogen activator tPA, human clotting factor VIII, recombinant
monoclonal antibodies. The reaction to drugs has hereditary components. The
geneaffected a person's reaction to drugs. Targetedmedicaltherapies, genetherapy.

4, Y4eGHO-MeTOAMYeCKoe M MHPOPMALMOHHOE 0GecreyeHue
JAMCOMIUIMHBI (MOAYJIA)

4.1. CHMCOK OCHOBHOM JIUTEPATYPhI

1. MBanumes B. B. OcHoBel renetrku: yuebuuk / B. B. WBanumies. — M
PUOP: UHOPA-M, 2017. - 207 c.

4.2. CHUCOK JONIOJTHUTE/IbHOM JIUTEpPaTypbl g{@

1. Kuraues H.M., Ykonos ILH., IllapacbkuHa O.T.;\-HeTyXOB
[Tpaktukym no BerepuHapHoit renetuke. — M: KonocC, 2012. — 200 ¢. "

2, Iletyxos B. JI., KopotkeBuu O. C., CrambexoB C. XK. ['eneruka. —
Hosocubupck: CemI TIN, 2007. — 628 c.

3. IleryxoB B.JI., KoporkeBuu O.C., CrambexoB C.)K. ['eHernka. —
Hosocubupck: CemI TIH, 2007. — 628 c.
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4. Pamno6uonorus [ Texcr]: yaeOnuk / H.I1. JIbicenko [u ap.]; pen.: H.IL
JIsicenxo, B.B. I1ak. — 3-e uzn., crep. — Cankr-IlerepOypr: Jlaus, 2016. — 576 c.

5. Huneke P. A. Ilpuknagnas reneruka [Tekcrt]: Angewahdtegenetic:
kypc nekmuit / P. A. [{unbke; M-Bo cen. X03-Ba, HOBOCHUO. roc. arpap. yH-T. —
HoBocubupck: M3a-so HI'AY, 2015. — 648 c.

6. [Muneke P. A. Ilpuxnannas reneruka [Tekct]: Appliedgenetics: kypc
aexuuit / P. A. Iluneke; M-Bo cem. xo3-Ba, HoBocuO. roc. arpap. yH-T. —
HoBocubupck: M3a-so HI'AY, 2012. — 722 c.

7. Huneke P. A. Ilpuknannas renernka [Tekct]: Kypc nekmuit / P. A.
[Munbke; M-Bo c.-x. Poc. ®eneparnuu, HoBocuo. roc. arpap. yu-T. — HoBocubupck,
2007.-391 c.

4.3. [lepeyeHb pecypcoB UHPOPMALUOHHO-
TeJIeKOMMYHUKAIlMOHHOM ceTn « UHTepHeT»

Tab6nuna 3. [lepeuenbuHPOPMAITMOHHBIXPECYPCOB

No HaumeHnoBanue Anpec
n/n
1. | CTtpykTypa reHoB, MOCIeA0BaTEIbHOCTH http://www.ncbi.com
HykieotusioB JIHK.
2. | GenBank http://www.allgenes.org/
Jlokanu3anus reHOB Ha XpOMOCOME U CPEACTBA http://www.hapmap.org
BHU3yanu3anuu renoB — HapMap

4.4. MeTogu4yecKue yKa3aHMA /i1 OOYyYAaWINUXCA MO OCBOEHHIO
AACHMILIMHBI (MOAYJII0) U CAMOCTOSITETbHOM PAGOTHI

1. XKwuraues H.U., Ykonos I1.1., [llapacekuna O.T., Iletyxos B.JI. [Ipaktukym
1o BerepuHapHoi renetuke. — M.: Konoc C, 2012. — 200 c.

2. Geneticsandbreeding:  MeTOAWMYECKME  yKa3aHUS 1O  BBIIOJHEHUIO
CaMOCTOATENILHON M KOHTPOJIbHBIX padot / coct. IletyxoB B.JI.; HoBocu®.
['oc. Arpap. yH-T. buonoro-texnonorudeckuii gaxynprer. — HoBocubupck,
2016.—-35 c.

3. Geneticsandbreeding: MeToguyecKkue yKa3aHusl K MPAKTUYECKUM 3aHSATUAM /
coct. IleryxoB B.JIL; HoBocub. Toc. Arpap. yH-T. buonoro-
TexHoJiornueckuit gpakynprer. — HoBocubupck, 2016. — 21 c.

4.5. TlepeyeHb MHPOPMALMOHHBLIX TEXHOJIOTHUH, HCHOJIb3yeMbIX
IPHU OCYyIeCTBJIEHMM O006pa3oBaTe/JbHOro mnpounecca Mo JAUCHUIIMHE
(Moayaw0), BK/IKOYAsA IMNepedYeHb MNPOrpaMMHOro o6GecrneyeHuss M
MHPOPMALMOHHBIX CIPABOYHbIX CUCTEM, HArJAsAAHbIX IOCOOHI


http://www.ncbi.nlm.nih.gov/Genbank/index.html
http://www.allgenes.org/
http://www.hapmap.org/

Tabnuma 4. [lepedeHbIUIIEH3MOHHOTOIIPOTrPAMMHOT000€CIIEYeHUS

Ne HaumenoBanue Kozn- TUmIMIeH3NMIIUITPaBO00IIaIaTENb
n/m BOKJIKOUECH

1. | MS Windows 2007 1 Microsoft

2. MS Office 2007 prof (Word, 1 Microsoft

Excel, Access, PowerPoint)

4.| bpaysep Mozilla FireFox

Mozilla Public License

5.| Iloutossiiiknuent Thunderbird Mozilla Public License
Ta6numna 5. [lepeuensb miiakaToB (10 TeMaM), KapT, CTEHJIOB,
MaKeTOB, MMPE3CHTAINH, (PHIIEMOB U T.].
0 Tun HaumenoBanune [Ipumeuanue
/1
1. | Buneopunsm | Genetics and Plant Breeding. mp4 17 mMuH.
2. | Bumeodunsm | Genetic engineering in since fiction. mp4 35 MuH.
3. | Buneopunsm | DNA Repair 7 MUH.
4. Buneodunsm | Pharmacogenetics 26MUH.
5. [Ipe3enTanus | BRogHasuiekus 15 cnaiinoB
6. | IIpesentanus | Genetics aspects 38 cnaiinos
7. IIpesenTanus | Breedings aspects 44 cnatiga
8. | Ilpesentanusa | Genomics and Proteomics 30 crnaiinos
5. OnucaHMeMaTepHuaJaIbHO-TEXHUYECKONOA3bl
Tabnuua 6. [lepeueHbUCIIONB3YEMBIXTTOMEIICHUI:
Ne Tunaynuropun [TepeuenbobOpyIOBaHUS
ayJIMTOpUn
HK-502 Ayautopus s CrauvoHapHbIi  MYJbTUMEAUNHBIN  MPOEKTOP,
3aHSTHI HOYTOYK, 2KpaH 3x4 M, ayaunooOopyJaoBaHUE
TEKIMOHHOTO THTIA, | (1oomKH)
MPaKTUYECKUX
3aHATUH, TEKYLIETO
KOHTPOJIS U
IIPOMEXYTOYHON
aTTeCTAlNH,
IPYIIOBBIX U
WHIUBUTyaIbHBIX
KOHCYJIbTallUU
HK-511 Aynuropust s CrannoHapHbI MyJIbTUMEANINHBINA TPOEKTOD,
71a00paTOPHBIX U HOYTOYK, 9KpaH 3x4 M, ay1noo0opya0BaHHE
IPaKTUYECKUX (xonoHKM), eHTpudyru 2 mwr, peppakromerp,
3aHSTHUM, TEKYIIETr0 | AJEKTPUUYECKasl IIIUTKA
KOHTPOJIS U
MIPOMEKYTOYHOHU
aTTeCTALNH,
IPYIIOBBIX U
VUHANBUAYATbHBIX




‘ KOHCYJIbTAI[U! ‘

6.cnosib3yeMble MHTePaKTUBHbIE GOPMbI U METO/bI O0Yy4YEeHHUS 0
AUCHUIIMHE

Tabnuna 7. AKTUBHBIE U UHTEPAKTUBHBIE OPMBI U METOIbI O0yUCHUS

Ne Tema Kon-Bo Bun Hcnonezyemslie dopmupyembie
/1 JacoB | y4eOHBIX WHTEPaKTUBHBIC KOMIIETEHIIUH
3aHATUI oOpa3oBaTebHBIC (OK, IIK)
TEXHOJIOTHH
1. | Mitosis, 2 JI Jlexnms OK-7;
meiosis. KOHCYJIbTAIUA OIIK-2
Mendelian
Genetics
2. Gene 2 113 Kaxnpiit yuut xkaxaoro | OK-7;
mutation OIIK-2




8. CorstacoBaHue pa6o4ei NporpamMmmbl

CoOoTBeTCTBYeT y4eOHOMY IUIaHy, YTBEPKIEHHOMY YUEHBIM COBETOM
OI'OY BO Hosocubupckoro 'AY, npotokoin ot «24» anpens 2017 r. Ne 5

PaGouast mporpaMma o0cykaeHa U yTBEpKIeHa
Ha 3aceIaHuu Kadeapsl
npoTokout ot «28» anpens 2017r. Ne 16

3aBemyrouwii kadeapoit 5 22 IletyxoB B.JI.
(10JKHOCTB) / uch DOUO
e |
7
Fe =
/
[Ipencenatens METOAMUECKON /,////,, Berrerypos M.C.
KOMHCCHH, K.3.H., TOLEHT - //{w -
(J10J1KHOCTB) / noanuck / DUO
L
]
Kypatop o BeTepuHapHOMY A /'% 3ybapea .M.

HarpapJICHHUIO MOAIOTOBKH

(1OKHOCTR) TMOJIMTHCH DOUO




